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@'PLOS PATHOGENS

RESEARCH ARTICLE

Discovery of a rich gene pool of bat SARS-
related coronaviruses provides new insights
into the origin of SARS coronavirus

Ben Hu'®, Lei-Ping Zeng'®, Xing-Lou Yang'®, Xing-Yi Ge', Wei Zhang’, Bei Li', Jia-
Zheng Xie', Xu-Rui Shen’, Yun-Zhi Zhang®®, Ning Wang', Dong-Sheng Luo’, Xiao-
Shuang Zheng', Mei-Niang Wang', Peter Daszak®*, Lin-Fa Wang?, Jie Cui'*, Zheng-
Li Shi'*

Hu et al. (2017) PLoS Pathogens
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Genomic epidemiology of novel coronavirus - Global subsampling
;’:“' Maintained by the Nextstrain team. Enabled by data from (€&A\[»)

Showing 4537 of 4537 genomes sampled between Dec 2019 and Apr 2020.
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Biodiversity Data

Global Biodiversity
Information Facility
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Host-Pathogen Interaction Data

EY ] PREDICT 182 Test Datavy

Sierra Leone

The known Arenavirus Lassa mammarenavirus,
was found in 4 Natal Multimammate Mouse
(Mastomys natalensis *). The samples were
collected in Jul 2018 at the disease
transmission interface(s): crop production;
dwellings; natural areas.

This is a strain of the known Arenavirus, Lassa

Display results v Filter Results

Disease
Sample Date Lat, Long Transmission
Interface

Species Scientific
Name

Common Name Virus Interpretation Genbank Entry

Jul 2018 9.91, -11.45 Sierra Leone dwellings Chaerephon pumilus  Little Free-Tailed Bombali Virus The is the known

* Bat (BOMV) ebolavirus, Bombali
virus, detected in a
little free-tailed bat first
found in Sierra Leone
as part of the PREDICT
project. Further
characterization is
ongoing to understand
the zoonotic potential
of this virus.

http://www.healthmap.org/predict/
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COVID: Government-Reported Epi Data

New York State Department of Health COVID-19 Tracker T Promoting and Protecting the City's Health m JRHY » Translate | ¥V Text-Size
. Health
Y114 [ 3l Persons Tested Positive by County @

Total Persons Tested =g A olo)/bDB About  OurHealth  Services Providers Data Business Search Q
& 500-999
1 258 907 @ 1,000-4,999
J J M 5,000-9,999

Total Tested 5/12 =;g:888;14,999 COVI D-1 9: Data
33,794

Coronavirus Disease 2019

Total Tested Positive (COVID-19) The data presented below reflect the most recent information collected about people who have
3 40 661 55 f tested positive for COVID-19 in NYC. We are discouraging people with mild to moderate
’ T symptoms from being tested at this time, so the data primarily represent people with more severe
o S : Symptoms and What to illness. All data included below are preliminary and subject to change.
Female = Male  Unknown Do When Sick Unless otherwise noted, all of the below information was collected by the NYC Health
48.2% 51.3% 0.5% Show Downstate Only Department,

This page will be updated daily.

Prevention and Groups at

Ne: m DEPARTMENT s
OF HEALTH

alth Milestones

Coronavirus Disease

19COVDT)  git ation Update for Coronavirus Disease REIDAGLEOAT | DR E] & Tracker

COVID-19 Home

201 9 (COVI D-1 9) Explore and understand Coronavirus (COVID-19).

Strategies to Slow the Maps, charts, and data provided by the Centers for Disease Control and Prevention

Spread
Updated May 13, 2020.

Situation Update Updated daily at 11 a.m., with data current as of 4 p.m. the previous day. U.S. COVID Testing U.S. Cases and Deaths by County Social Impact School Closures Learn More

About COVID-19 _ . o
Data is for cases that were tested and returned positive. All data are preliminary

Protecting Yourself and . . , % Surgeries and
reketlise FalisE al and may change as cases are investigated. Many data points are collected ;,p Procedures
A

Family During COVID-19

during case interviews. Data presented below are for all cases, regardless of



COVID: Government-Reported Epi Data

NVYE OpenData

Q coronavirus

0 Results
-ategories v

Business No Results

City Government

Education

¥ Open Data Portal

Maryland.gov  Council on Open Data

coronavirus|

Authority v
Official
Community

Categories v

Administrative

0 Results

No Results

Developers  Support Local Data ~  Sign Up

6 OPEN DATA PORTAL

4 / Datasets

Organizations

California Departme... (3)

Topics

Health & Human Serv... (3)

Tags

california departme... (3)
coronavirus (3)

19 (2)

corona (2)

covid (2)

covid-19 (2)

covid19 (2)

adenovirus (1)

DATASETS

coronavirus

Type search term here

3 datasets found iur curunavirus"

State Sponsored COVID-19 Test Sites in California
Location of COVID-19 testing sites sponsored by the State of California. This list do

2P | C8V|

Influenza Surveillance

This dataset contains the following files for California influenza surveillance data: 1)

csv | xusx | zie

California COVID-19 Hospital Data and Case Statistics

UPDATE: In response to numerous public inquiries asking for more precise definitio

zip[csv fchart [ xLsx



Aggregation and Standardization

WORLD COUNTRIES~ | US.A. STATES~ N.Y.C.

Coronavirus in the U.S.: Latest Map and Case Count N
By The New York Times Updated May 14, 2020, 8:06 A.M. E.T. Tl'aCking pl"OjeCt

TOTAL CASES

o~ 13million+ eroM T Atlai
84,109

Map Cases by state Hot spots Clusters Latest news »

State by State Totals for the U.S. Data API

L) nytimes / covid-19-data

Reference

Coronavirus COVID-19 Global Cases by Johns Hopkins CSSE covid19R (X)) A

Total Confirmed Total Deaths Total Recovered

1,018 covid19R

974 deaths
AN Hubei Mainland China Hubei Mainland
Confirmed Cases by MONGOLIA ‘ | China

_ 1 deaths . . . . : q ;
Country/Region - - Gaancdong Mainland The goal of covid19R is to provide a single package that allows users to access all of the tidy covid-19 data:s

Chiva Zhejiang Mainland collected by data packages that implement the covid19R tidy data standard. It provides access to multiple ¢

Mainland China g = China sets that meet a tidy data standard.
v , deaths
Others : : L7 Henan Mainland China To learn more abou the Covid19R project, check our extensive documentation about data standards, how tc

e ¥ Hunan Mainland
Hong Kong ke ! 1 deaths China

New Delhi ‘ Hunan Mainland China ' Our Wor|d in Data Q

=) =
Singapore =T

. NDIA (A 4 doa.th(s 5 N Henan
Thailand I Anhui Mainland China Ching

South Korea

J angkok Statistics and Research
apan

alysi See  (oronavirus Pandemic (COVID-19)

Singapore
Taiwan

ITias TALS ANiIASSA A
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Mobility Trends Reports

Learn about COVID-19 mobility trends. Reports
are published daily and reflect requests for
directions in Apple Maps. Privacy is one of our
core values, so Maps doesn’t associate your data
with your Apple ID, and Apple doesn't keep a
history of where you've been.
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Change in routing requests since January 13, 2020
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Mobility Data

Shelter in Place Index: The Impact of Coronavirus on Human

Movement

LAST UPDATE
May 13, 2020

U.S. Geographic Responses to Shelter in Place Orders

Free ACCess

COVID-19 Mobility Insights

We understand this is a tough time for businesses as well as consumers. As part of our commitment to sharing data for the greater gooc

Cuebigq is providing free access to mobility and store visitation patterns during the COVID-19 crisis to help businesses as they look to adjt

their strategies to meet this new and uncertain market.

m CMI Variation on Yearly Avg Shelter-in-Place Analysis

Shelter-in-Place Analysis

Consolidated data updated to 5/13/20

N
JT7T F;u;;ul 'r‘ufr-’:&”““
A gl 7 O B 1 W v g o R
JQ';IB}LH‘

@ 2020 Mapbox © OpenStreetMap

<1 Mila ~10 Milae ~1Nn Milae Ctavine @AM

& cuebiq
>

Week of 2020-05-04 <

Select a Region iMulﬁple values) «
Select a State (All) -
@Home Wow
New York 58.9% -3.5%
Falls Church 54.7% -9.8%
Arlington 52.8% -6.4%
District of .. 51.0% -5.3%
Kings 50.3% -5.4%
Montgome.. 50.2% -6.1%
Fairfax 50.2% -6.2%
Golden Val.. 50.0% 11.1%
San Juan 50.0% 0.0%
Somerset 49.9% -5.3%
Howard 49.4% -6.8%
Loudoun 48.8% -6.3%
Our Methodology

The Shelter in Place Analysis represents the percentage



Modeling Parameters and Clinical Stuady Data

Parameter Estimates - Peer-reviewed

“@ Literature Review

Published estimates of epidemiological characteristics that have been peer-reviewed, encoded by community members and approved by authors. For complete
information on each estimate, view this file on GitHub.

Show 10 j entries Search: Using publications from the CORD-19 dataset (Last updated: 2020-05-12) FEEDBACK
Covers 10.1% of the studies published since February 1 (834 of the 8221 papers)
COUNTRY $# :oo:l:z - $ AGERANGE & STARTDATE & ENDDATE $ z:::lcmon $ SOURCE $# . .
] About This Review

Time from hospitalizationto 1.5 United 0 12 Unspecified 2020-02-20 2020-03-05  2020-03-19 Arentz M,

mechanical ventilation States etal. These findings have been extracted from the CORD-19 papers by machine learning algorithms with a human curation
overlay (process described in this thread). The results and quotes on this page should not be relied on without reading and

Time from symptom onset 4.4 China 0 14 Unspecified 2020-12-24 2020-01-27 2020-04-02 Zhang_J, assessing the validity of the underlying research. If you see a conclusion that is misrepresented, please use the feedback

to hospitalization et al section of this page to report it.

Time from symptom onset 3.8 h tt p S : //m i d aS r] etWO r k . u S/C OVi d — 1 9 This project is a part of the White House Office of Science and Technology Policy's call to action for the technology

to hospitalization community and addresses research priorities defined by the National Academies and the World Health Organization.

Time from symptom onset 26 China 0] 9 UUnspecified 2020-01-28 2020-02-17 2020-04-02 7hana J.
to hospitalization

This review can be useful for those wanting a quick overview of what the latest literature is saying on the topics we cover.
It might also help those writing local guides, expert opinions or systematic reviews. Click on the topic in the table of

HOW InfeCtIOUS |S COVI D'1 9? contents below to see the results table for that topic.

Proportion of icu cases on
extracorporeal membrane
oxygenation (ecmo) Estimates of the basic reproduction number (R): the average number of new infections that are caused by one infectious person,
assuming the whole population is susceptible. This value can differ based on setting, e.g. it is likely higher in more crowded places, or can * Persistence of sources
vary between children and adults.

Key Scientific Questions about COVID-19

e Persistence on surfaces

¢ Incubation period

) Virus Type e Physical science

¢ Diagnostics

e Coronavirus e Immune Response

®  Filovirus e Asymptomatic shedding

® Influenza virus ¢ Movement Control

10 e Adaptation of Virus

¢ Information sharing and inter-sectoral collaboration

L e Seasonality
£

s ! e Social and Ethical Considerations

Estimate

! e Vaccine and Therapeutics

. T 1;* e ttps://www.kaggle.com
. 0

. i
; i ; COVID-19 Risk factors

o b | covid-19-contributions

e Diabetes

COVID-19 2012 MERS 2015 MERS 2003 SARS 2014 Ebola 2009 H1N1 1957 H2N2 1918 H1N1
Outbreak e Male gender

http://2019-coronavirus-tracker.com/context.html

a Uaart Nicaaca



Some Observations

Ag g re g atl O n h a p p e n I n g fa St Answering the right questions for policymakers on COVID-19
but but loses useful detail e e i

Key questions that officials and experts need to be able to address

Li n ki n 9 a n d m eta d ata key 1. Clinical presentation and testing

2. Treatment: supplies, hospital beds, workforce

but one of the biggest
3. Non-pharmaceutical interventions: adherence and mobility
challenges S

5. Compound hazards and concurrent hazard planning

Relevant policy questions
changing rapidly
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